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Table 3.1: The number of rooted, bifurcating, labeled trees for n species,
for various values of n. The numbers for more than 20 species are ap-

Species

I U = WN =

Ul GO N == = = = e e e e
OO OVWONSOUTE WD~ OO

Number of trees

1

1

3

15

105

945

10,395

135,135

2,027,025

34,459,425

654,729,075
13,749,310,575
316,234,143,225
7,905,853,580,625
213,458,046,676,875
6,190,283,353,629,375
191,898,783,962,510,625
6,332,659,870,762,850,625
221,643,095,476,699,771,875
8,200,794,532,637,891,559,375
49518 x 1038

1.00985 x 10°7

2.75292 x107°

Felsenstein (2004)
Inferring Phylogenies
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0 0.23 0.16 0.20 0.17
023 0 023 0.17 0.24
016 0,23 0 0.15 0.11
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0.20 0.17 0.15 0 0.21

0.17 0.24 0.11 0.21 O
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Felsenstein (2004)
Inferring Phylogenies
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1 2 3456 7 8 9 - 200
ERIZELNTT—¥ a GGACTGTG CT G
b GGAGTAGAT -+ G

c TGTCTAGT A G

d CACTTATT T swwe C
ST <
6 1 7 4 3 6206 5 - 145

F— I DBEHMHIZEoT a GGTCAGGGT %
Bohi-BL7—% b AGGGAAGAT O
c ATGCTAGAT - T
8§ ALTTCACAT
X 3-11 a~d 2 OTU %, A, C, G, T 3% R7 L& (2004)
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Phylogenetic independent contrast
(Felsenstein, 1985)

Values of Y Values of X
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0 15
X variable comparisons Harvey & Pagel (1991)
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Phylogenetic independent contrast
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Phylogenetic generalized least squares
(PGLS) method
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